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errata

The role of parasites in sympatric
and allopatric host diversification

Angus Buckling & Paul B. Rainey

Nature 420, 496-499 (2002).

In Fig. 2b of this Letter, the third bar (dark grey) from the left was
incorrectly shown. Its allopatric diversity value should have been
0.007 not 0.19. This error does not alter the conclusions of the
paper. g
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An ultra-sparse code underlies
the generation of neural
sequences in a songbird

Richard H. R. Hahnloser, Alexay A. Kozhevnikov & Michale S. Fee

Nature 419, 65-70 (2002).

In this Letter, the numbering on the middle panel of Fig. 2b was
misaligned. The figure should have appeared as shown.
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In the Acknowledgements, F. Nottebohm’s surname was
misspelled. O
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