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Department of Energy: Argonne National Laboratory, MCS Review Committee 
International Society for Computational Biology: Board of Directors 
Los Alamos National Laboratory: Bioscience Division Review Committee 
Pittsburgh Super Computer Center: NIH Research Resource Advisory Committee 
Industrial Scientific Advisory Boards: Bristol-Myers Squibb, Infinity Pharmaceuticals Inc., 
Charles River Laboratory 

 
Collaborators & Other Affiliations 

(a) Collaborators and Co-Editors  
Bonnie Berger, Massachusetts Institute of Technology 
Serafim Batzoglou, Stanford University 
Andrea Califano, First Genetic Trust 
Leif C. Groop, Lund University, Sweden 
Cecilia M. Lindgren, Lund University, Sweden 
Hongjun Lu, Hong Kong University of Science and Technology 
Dimitris Meretakis, Hong Kong University of Science and Technology 
Lior Pachter, University of California, Berkeley 
Tomaso Poggio, Massachusetts Institute of Technology 
Scott Pomeroy, Harvard Medical School 
Pere Puigserver, Dana-Farber Cancer Institute 
Ryan Rifkin, Massachusetts Institute of Technology 
Margaret Shipp, Dana-Farber Cancer Institute 
Donna Slonim, Genetics Institute 
Bruce Spiegelman, Dana-Farber Cancer Institute 
Gustavo Stolovitsky, IBM 
John Weinstein, National Cancer Institute 
Beat Wüthrich, Hong Kong University of Science and Technology 
Chen-Hsiang Yeang, Massachusetts Institute of Technology 

 
(b) Graduate and Post Doctoral Advisors  

Richard S. Palais, Brandeis University 
 

(c) Thesis Advisor and Postgraduate-Scholar Sponsor  
Pablo Tamayo   Xiru Zhang 
Serafim Batzoglou   Total number of graduate students – 6 
Jean-Philippe Brunet  Total number of post-docs – 3 
Elinor Karlsson 
Tarjei Mikkelsen 
Sayan Mukherjee 
Cynthia Phillips 
Aravind Subramanian 


