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Brandeis University Mathematics M.A. 1971
Brandeis University Mathematics Ph.D. 1974

Appointments

11/2003-Present The Eli and Edythe L. Broad Institute, Massachusetts Institute of
Technology and Harvard University, Associate Director and Chief
Informatics Officer, Director, Bioinformatics and Computational Biology

6/1997-11/2003 Whitehead Institute Center for Genome Research, Associate Director
and Chief Informatics Officer, Director, Bioinformatics and
Computational Biology Program

2001-Present Boston University, Adjunct Professor of Bioinformatics

1995-1997 International Business Machines Corporation, Manager,
Computational Biology and Bioinformatics

1985-1995 Thinking Machines Corporation, Director of Research, Senior
Scientist

1983-1987 1986 International Congress of Mathematicians, Executive Director

1982-1985 American Mathematical Society, Associate Executive Director

1980 and 1982 Princeton University Visiting Lecturer

1978 Australian National University, Visiting Fellow

1976-1982 Institute of Defense Analyses, Research Staff

1974-1976 University of California at Berkeley, Instructor, Department of

Mathematics
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Synergistic Activities (selected current activities)
Department of Energy: Argonne National Laboratory, MCS Review Committee
International Society for Computational Biology: Board of Directors
Los Alamos National Laboratory: Bioscience Division Review Committee
Pittsburgh Super Computer Center: NIH Research Resource Advisory Committee
Industrial Scientific Advisory Boards: Bristol-Myers Squibb, Infinity Pharmaceuticals Inc.,
Charles River Laboratory

Collaborators & Other Affiliations
(a) Collaborators and Co-Editors
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