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StarORF Home Page

StarOREF facilitates the identification of the protein(s) encoded within a DNA sequence. Using StarORF, the
DNA sequence is first transcribed into RNA and then translated into all the potential ORFs (Open Reading
Frame) encoded within each of the six translation frames (3 in the forward direction and 3 in the reverse
direction). This allows students to indentify the translation frame that results in the longest protein coding
sequence.

Using StarORF

StarOREF is accessible via the web. Press the aSTART4 button to get started.

Start StarORF application
Start using the StarORF application.

Read StarORF documentation
StarORF user manual.

s |ISend Us Feedback
Send us bug reports, comments, or questions.
You can also send feedback via email to #include <emailstar.inc.html>

StarORF Screenshot

StarORF Home Page


http://web.mit.edu/star/feedback.html?project=StarORF&source=web
http://web.mit.edu/star/feedback.html?project=StarORF&source=web

o e StarORF

~Input
GATAGGCTGTGTITCCTGTCT T T FCACAACT TATCCACAAATCCACAGGLCCTACTATTACTTCTACTA
TTTFTTATAAATATATATATTAATACATTATCCGTTAGGAGGATAAABATGAAATTCACGATTCAARAAG
ATCGTCTTET TGAAAGTGTCCAAGATOTATTAAAAGCAGTTTCATCCAGAACCACGATTCCCATTCTGAC
TEGETATTARAAATTGTTGLATCAGATGATGGAGTATCCTTTACAGGGAGTGACTCAGATATTTCTATTGAA
TCCTTCATTCCAAAAGAAGAAGEAGATAAAGAAATCGTCACTATTGAACAGLCLGGAAGCATCGTTTTAL
AGGCTCGCTITITTAGTGAAATTGTAAAAAAATTGLCGATGGLAACTETAGAAATTGAAGTCCAARATUA
GTATTTGACGATTATCCGTTCTGGTAAAGCTGAATTTAATCTARAACGGACTGGATGCTGATGAATATCCS
CACTTGCCGCAGATTGAAGAGCATCATGLGATTCAGATCCCAACTGATTTGTTAAAAALATCTAATCAGAC
AAACAGTATT TGCAGTGTCCACCTCAGAAACACGLCCTATCTTGACAGGTGTAAACTGGAAAGT GGAGCA
AAGTGAATTATTATGCACTGCAACGGATAGCCACCGETCTTGCATT

Sequence length is Percentage of GC Current minimal Ch ORF |
2,495 bp is 39 % ORF length is 80bp (_ Change ORF |

~Six frame transfation

370 480 890 200 910

fezeeesny vemmmmnlizennoee="nn mn=an
Leu Arg Glu Asn 0 Thr Leu  Asn Ala Cys . Asp - Arg Pro Ley Cys . Asn

ala S Gly Lys His Thr Cys 1@ * Arg Ser Ala lle
Lys Pro Phe Wal Cys Lys lle Cys Ala le Pro Tr Thr lle
1 h Pro Phe < Cys ¢ Vval h His Arg | Asp . Ala ¢ le Tyr | Tyr

Ser Leu Ser Phe Wal Ser Ley Ala His Ser Arg Gly | Asn His Leu {
GAAUCCCUUUUGUGUGAAUUACGUACGCUAGCCGGUAAUVALCAUUA

370 B0 B80 S00 910

-

~Putative ORF protein sequence

Cys Wal Arg Met Val Ser Ala lle Cys Ser Phe Phe Val Phe Tyr Asn Arg Glu Arg Arg His Phe Leu Arg Lys Gly Gly Thr ©
Tri Asn Gln Ala Leu Ala Gin lle Glu Lvs Lys Leu Ser Lys Pro Ser Phe Glu Thr Trp Met Lys Ser Thr Lys Ala His Ser Leu

Putative protein is 477 amino acids long.
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